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13 unmu ' tf/W/ 

Goliod by: / L^^I I/ 

Vorinodby: f TZH (S Tip 



I 1 Changed a fill Vbm nonASCII lo ASCII vonno ° oy — W (5>Tic su 

i — i v p mtt n c n 

( ] Changod Iho margins in cases whor! 



irSi^iqlef^ lOvls tapped* down lo Iho noxl line.cr^/^ 
Ediled a format enor in Ihe Current Applicabon Oala section. specrficaJly: 



| | Edilod iho Curreni Applicaiion Oala section wrth Ihe acluaJ cunreni number. The number inpulted by the 
applicant was Q Ihe prior applicabon data; or Q other - — : 

| ] Added Iho mandalory hoading and subheadings lor "Curtcnt Applicaiion Data". 

[ | Ediled iho "Number of Sequences* liold. Tho applicant spcllod out a number instoadol using an intogor. 

| J Changed Iho spelling of a mandatory field (Ihe headings or subheadings), specifically^ 

[ | Corroded Iho SEQ 10 NO when obviously incorrect. The sequence numbers lhat wcro edited were: 

Inscrled c^coa^^)a nucleic number at Iho end of a nucleic lino. SEO 10 NO*s edited: 

f 1 Corroded subheading placement. All responses must bo on tho same line as each subheading. If iho 
applicant, placod a rosponse below Iho subheading, this was moved lo its appropriato placo. 

| | Inserted colons alter headings/subheadings. Headings ediled included:*. 



j j Oeleled extra, invalid, headings used by an applicant, spccificaJly: 



( 1 Oelelod: Q non-ASCII "garbago* at iho beginning/end of filos: Q secretary initials/filenamo al end of lile: 

□ page numbers throughout text; □ olher invalid loxt. such as — _ ; 

[ ] Inserted mandatory headings, specifically: : 



( ] Correded an obvious erro: in Iho response, specifically: 



| | Ediled identifiers where upper case is used but lower caso is required, or vice versa. 

[ | Corrected an orror.in Iho Number of Sequences licld, specifically: 



| 1 A 'Hard Pago Break" code was inserted by the applicant. All occurrences had lo bo deloted. 



Oeloled ending stop codon in amino acid sequences and adjusted the "(A)length;* field accordingly (error 
duo to a Palcnlln bug). Sequences corrected: . 



( 1 Olher: 



"Examiner: The abovo corrections must bo communion led to the applicant in tho first 
Acifon. DO NOT send a copy of this form. 
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RAW SEQUENCE LISTING DATE: 08/29/2001 

PATENT APPLICATION: US/09/3 58 , 321C TIME: 18:20:23 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08292001\I358321C.raw 

3 <110> APPLICANT: Sukhapinda, Kitisri 

4 Hasler , James M 

5 Petell, James K • 

6 Strickland, James A 

7 Folkerts, Otto 

9 <120> TITLE OF INVENTION: ANTIBODY -MEDIATED DOWN-REGULATION OF PLANT PROTEINS 
11 <130> FILE REFERENCE: 50447 

13 <140> CURRENT APPLICATION NUMBER: US 09/358,3210 

14 <141> CURRENT FILING DATE: 1999-07-21 

16 <150> PRIOR APPLICATION NUMBER: US 60/093,587 

17 <151> PRIOR FILING DATE: 1998-07-21 
19 <160> NUMBER OF SEQ ID NOS : 60 

21 <170> SOFTWARE: Patentln Ver . 2.0 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 17 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Artificial Sequence 

28 <220> FEATURE: 

29 <223> OTHER INFORMATION: Description of Artificial Sequencers 1 primer 

31 <220> FEATURE: 

32 <221> NAME/KEY: unsure 

33 <222> LOCATION: (12) 

34 <223> OTHER INFORMATION: n can be a,t,g, or c in this degenerate primer 
36 <400> SEQUENCE: 1 

W--> 37 gargaraaym gncaygg . 17 

40 <210> SEQ ID_"nO: 2 

41 <211> LENGTH*: 18 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Artificial Sequence 

45 <220> FEATURE: 

46 <223> OTHER INFORMATION: Description of Artificial Sequence:3' primer 
4 8 <22 0> FEATURE: 

49 <221> NAME/KEY: unsure 

50 <222> LOCATION: (7) 

51 <223> OTHER INFORMATION: n can be a,t,g, or c in this degenerate primer 
54 <400> SEQUENCE: 2 

W--> 55 ytcrtgncky ttytcrtc 18 

58 <210> SEQ ID NO: 3 

59 <211> LENGTH: 276 

60 <212> TYPE: DNA 

61 <213> ORGANISM: Zea mays 

63 <220> FEATURE: 

64 <221> NAME/KEY: CDS 

65 <222> LOCATION: (1)..(276) 

67 <400> SEQUENCE: 3 

68 gag gag aac agg cat ggt gat ctg etc aac aag tat atg tac etc act 48 

69 Glu Glu Asn Arg His Gly Asp Leu Leu Asn Lys Tyr Met Tyr Leu Thr 
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RAW SEQUENCE LISTING DATE: 08/29/2001 

PATENT APPLICATION: US/09/358 , 321C TIME: 18:20:23 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08292001\I358321C.raw 

70 1 5 10 15 

72 ggg agg gtg gat atg agg cag att gag aag aca att cag tat ctt att 96 

73 Gly Arg Val Asp Met Arg Gin He Glu Lys Thr He Gin Tyr Leu He 

74 20 25 30 

76 ggc tct gga atg gat cct agg act gag aat aat cct tat ctt ggt ttc 144 

77 Gly Ser Gly Met Asp Pro Arg Thr Glu Asn Asn Pro Tyr Leu Gly Phe 

78 35 40 45 

80 ate tac acc tec ttc caa gag egg gcg acc ttc ate tea cac ggg aac 192 

81 He Tyr Thr Ser Phe Gin Glu Arg Ala Thr Phe He Ser His Gly Asn 

82 50 55 60 

84 act get cgt cac gee aag gac ttt ggc gac tta aag ctt gca caa ate 240 

85 Thr Ala Arg His Ala Lys Asp Phe Gly Asp Leu Lys Leu Ala Gin He 

86 65 70 75 80 

88 tgc ggc ate ate gee tea gat gag aag cga cat gaa 276 

89 Cys Gly He He Ala Ser Asp Glu Lys Arg His Glu 

90 85 90 

93 <210> SEQ ID NO: 4 

94 <211> LENGTH: 92 

95 <212> TYPE: PRT 

96 <213> ORGANISM: Zea mays 

98 <400> SEQUENCE : 4 

99 Glu Glu Asn Arg His Gly Asp Leu Leu Asn Lys Tyr Met Tyr Leu Thr 

100 15 10 15 

102 Gly Arg Val Asp Met Arg Gin He Glu Lys Thr He Gin Tyr Leu He 

103 20 25 30 

105 Gly Ser Gly Met Asp Pro Arg Thr Glu Asn Asn Pro Tyr Leu Gly Phe 

106 35 40 45 

108 He Tyr Thr Ser Phe Gin Glu Arg Ala Thr Phe He Ser His Gly Asn 

109 50 55 60 

111 Thr Ala Arg His Ala Lys Asp Phe Gly Asp Leu Lys Leu Ala Gin He 

112 65 70 75 80 

114 Cys Gly He He Ala Ser Asp Glu Lys Arg His Glu 

115 85 ■ 90 

118 <210> SEQ ID NO: 5 

119 <211> LENGTH: 1621 

120 <212> TYPE: DNA 

121 <213> ORGANISM: Zea mays 

123 <220> FEATURE: 

124 <221> NAME/KEY: CDS 

125 <222> LOCATION: ( 146 )..( 1324 ) 
127 <220> FEATURE: 

12 8 <221> NAME/KEY: mat__peptide 
129 <222> LOCATION: ( 239 )..( 1324 ) 

131 <400> SEQUENCE: 5 

132 cgcacgcgcc ctctgccgct tgttcgttcc tcgcgctcgc caccaggcac caccacacac 60 
134 atcccaatct cgegagggea agcagcaggg tetgeggegg cggcggcggc cgcgcttccg 120 

136 gctccccttc ccattggcct ccacg atg gcg etc cgc etc aac gac gtc gcg 172 

137 Met Ala Leu Arg Leu Asn Asp Val Ala 

138 -30 -25 
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RAW SEQUENCE LISTING DATE: 08/29/2001 
PATENT APPLICATION: US/09/358 , 321C TIME: 18:20:23 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08292001\I358321C.raw 

140 etc tgc etc tec ccg ccg etc gee gec cgc cgc cgc cgc cgc age age 220 

141 Leu Cys Leu Ser Pro Pro Leu Ala Ala Arg Arg Arg Arg Arg Ser Ser 

142 -20 -15 -10 

144 ggc agg ttc gtc gec gtc gec tec atg acg tec gee gtc tec ace aag 268 

14 5 Gly Arg Phe Val Ala Val Ala Ser Met Thr Ser Ala Val Ser Thr Lys 

146 -5 -11 5 10 

148 gtc gag aat aag aag cca ttt get cct cca agg gag gta cat gtc cag 316 

149 Val Glu Asn Lys Lys Pro Phe Ala Pro Pro Arg Glu Val His Val Gin 

150 15 20 25 

152 gtt aca cat tea atg cca cct cac aag att gaa att ttc aag teg ctt 364 

153 Val Thr His Ser Met Pro Pro His Lys lie Glu lie Phe Lys Ser Leu 

154 30 35 40 

156 gat gat tgg get aga gat aat ate ttg acg cat etc aag cca gtc gag 412 

157 Asp Asp Trp Ala Arg Asp Asn lie Leu Thr His Leu Lys Pro Val Glu 

158 45 50 55' 

160 aag tgt tgg cag cca cag gat ttc etc ccg gac cca gca tct gaa gga ■ 460 

161 Lys Cys Trp Gin Pro Gin Asp Phe Leu Pro Asp Pro Ala Ser Glu Gly 

162 60 65 70 

164 ttt cat gat gaa gtt aag gag etc aga gaa cgt gec aag gaa ate cct 508 

165 Phe His Asp Glu Val Lys Glu Leu Arg Glu Arg Ala Lys Glu lie Pro 

166 75 80 85 90 

168 gat gat tat ttt gtt tgt ttg gtg gga gac atg att ace gag gaa get 556 

169 Asp Asp Tyr Phe Val Cys Leu Val Gly Asp Met lie Thr Glu Glu Ala 

170 95 100 105 

172 eta cca aca tac cag act atg ctt aac acc etc gac ggt gtc aga gat 604 

173 Leu Pro Thr Tyr Gin Thr Met Leu Asn Thr Leu Asp Gly Val Arg Asp 

174 110 115 120 

176 gag aca ggt gca age ccc act gee tgg get gtt tgg acg agg gca tgg 652 

177 Glu Thr Gly Ala Ser Pro Thr Ala Trp Ala Val Trp Thr Arg Ala Trp 

178 125 130 * 135 • 

180 act get gag gag aac agg cat ggt gat ctg etc aac aag tat atg tac 700 

181 Thr Ala Glu Glu Asn Arg His Gly Asp Leu Leu Asn Lys Tyr Met Tyr 

182 140 145 150 

184 etc act ggg agg gtg gat atg agg cag att gag aag aca att cag tat 748 

185 Leu Thr Gly Arg Val Asp Met Arg Gin lie Glu Lys Thr lie Gin Tyr 

186 155 160 165 170 

188 ctt att ggc tct gga atg gat cct agg act gag aat aat cct tat ctt 796 

189 Leu lie Gly Ser Gly Met Asp Pro Arg Thr Glu Asn Asn Pro Tyr Leu 

190 175 180 185 

192 ggt ttc ate tac acc tec ttc caa gag egg gcg acc ttc ate tea cac 844 

193 Gly Phe lie Tyr Thr Ser Phe Gin Glu Arg Ala Thr Phe lie Ser His 

194 190 195 200 

196 ggg aac act get cgt cac gee aag gac ttt ggc gac tta aag ctt gca 892 

197 Gly Asn Thr Ala Arg His Ala Lys Asp Phe Gly Asp Leu Lys Leu Ala 

198 205 210 215 

200 caa ate tgc ggc ate ate gec tea gat gag aag cga cat gaa act gcg 940 

201 Gin He Cys Gly He He Ala Ser Asp Glu Lys Arg His Glu Thr Ala 

202 220 225 230 

204 tac acc aag ate gtg gag aag ctg ttt gag ate gac cct gat ggt acc 988 
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RAW SEQUENCE LISTING DATE: 08/29/2001 

PATENT APPLICATION: US/09/3 58 , 32 1C TIME: 18:20:23 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08292001\I358321C.raw 

205 Tyr Thr Lys lie Val Glu Lys Leu Phe Glu lie Asp Pro Asp Gly Thr 

206 235 240 245 250 

208 gtg gtc get ctg get gac atg atg agg aag aag ate tea atg cct gee 1036 

209 Val Val Ala Leu Ala Asp Met Met Arg Lys Lys lie Ser Met Pro Ala 

210 255 260 265 

212 cac ctg atg ttt gac ggg cag gac gac aag ctg ttc gag cac ttc tec 1084 

213 His Leu Met Phe Asp Gly Gin Asp Asp Lys Leu Phe Glu His Phe Ser 

214 270 275 280 

216 atg gtc gcg cag agg ctt ggc gtt tac acc gec agg gac tac gec gac 1132 

217 Met Val Ala Gin Arg Leu Gly Val Tyr Thr Ala Arg Asp Tyr Ala Asp 

218 285 290 295 

220 ate etc gag ttc etc gtc gac agg tgg aag gtg gcg age ctg act ggt 1180 

221 lie Leu Glu Phe Leu Val Asp Arg Trp Lys Val Ala Ser Leu Thr Gly 

222 300 305 310 

224 ctg teg ggt gaa ggg aac aag gcg cag gac tac ctt tgc acc ctt get 1228 

225 Leu Ser Gly Glu Gly Asn Lys Ala Gin Asp Tyr Leu Cys Thr Leu Ala 

226 315 320 325 330 

228 tea aga ate agg agg ctg gag gag agg gee cag age aga gee aag aaa 1276 

229 Ser Arg lie Arg Arg Leu Glu Glu Arg Ala Gin Ser Arg Ala Lys Lys 

230 335 340 345 

232 gee ggc acg ctg . cct ttc age tgg gta tac ggt agg gac gtc caa ctg 1324 
2 33 Ala Gly Thr Leu Pro Phe Ser Trp Val Tyr Gly Arg Asp Val Gin Leu 
234 350 355 360 

2 36 tgagatcgga aacctgctgc ggactgetta gacaagacct gctgtgtctg cgttacatag 1384 
2 38 gtctccaggt tttgatcaaa tggtcccgtg tegtcttata gagegatagg agaacgtgtt 1444 
240 ggtctgtggt gtagctttgt ttttattttg tatttttctg ctttgatgta caacctgtgg 1504 
242 ccgcatgaac tggggcgtgg agatgggagc gaccatgccg tactttgtct gtcgctggcg 1564 
244 gtgtgtttcg gtatgttatt tgagttgctc agatctgtta aaaaaaaaaa aaaaaaa 1621 

247 <210> SEQ ID NO: 6 

248 <211> LENGTH: 393 

249 <212> TYPE: PRT 

250 <213> ORGANISM: Zea mays 
252 <400> SEQUENCE: 6 

2 53 Met Ala Leu Arg Leu Asn Asp Val Ala Leu Cys Leu Ser Pro Pro Leu 
254 ^ -30 -25 -20 

256 Ala Ala Arg Arg Arg Arg Arg Ser Ser Gly Arg Phe Val Ala Val Ala 

257 -15 -10 -5 -1 1 
2 59 Ser Met Thr Ser Ala Val Ser Thr Lys Val Glu Asn Lys Lys Pro Phe 
260 5 10 15 

262 Ala Pro Pro Arg Glu Val His Val Gin Val Thr His Ser Met Pro Pro 

263 20 25 30 

265 His Lys lie Glu lie Phe Lys Ser Leu Asp Asp Trp Ala Arg' Asp Asn 

266 35 40 45 

268 lie Leu Thr His Leu Lys Pro Val Glu Lys Cys Trp Gin Pro Gin Asp 

269 50 55 60 65 

271 Phe Leu Pro Asp Pro Ala Ser Glu Gly Phe His Asp Glu Val Lys Glu 

272 70 75 80 

274 Leu Arg Glu Arg Ala Lys Glu He Pro Asp Asp Tyr Phe Val Cys Leu 

275 85 90 95 
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RAW SEQUENCE LISTING DATE: 08/29/2001 

PATENT APPLICATION: US/09/3 58 , 321C TIME: 18:20:23 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08292001\I358321C.raw 
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326 355 360 

329 <210> SEQ ID NO : 7 

330 <211> LENGTH: 30 

331 <212> TYPE: DNA 

332 <213> ORGANISM: Artificial Sequence 

334 <220> FEATURE: 

335 <223> OTHER INFORMATION: Description of Artificial Sequence : primer 

337 <400> SEQUENCE: 7 

338 atggctagcc tccgcctcaa cgacgtcgcg 30 

341 <210> SEQ ID NO: 8 

342 <211> LENGTH: 36 
34 3 <212> TYPE: DNA 

344 <213> ORGANISM: Artificial Sequence 

346 <220> FEATURE: 

347 <223> OTHER INFORMATION: Description of Artificial Sequence : primer 
349 <400> SEQUENCE: 8 

rv Use of n and/or Xaa has been detected in the Sequence Listing. 

^ J Review rhe Sequence Listing to insure a corresponding 

/ explanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 
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VERIFICATION SUMMARY DATE: 08/29/2001 

PATENT APPLICATION: US/09/358 , 321C . TIME: 18:20:24 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08292001\I358321C.raw 

L:37 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:1 
L:55 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 2 
L:577 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:14 
L:682 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:21 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/358 , 321C 



DATE: 07/27/2001 
TIME: 08:48:24 



Input Set : A:\PTO_VSK.txt 

Output Set: N:\CRF3\07272001\I358321C.raw 



3 <110> 

4 

5 

6 

7 

9 <120> 
11 <130> 

13 <140> 

14 <141> 

16 <150> 

17 <151> 
19 <160> 
21 <170> 



Does Not Comply 
Corrected Diskette Needed 



APPLICANT: Sukhapinda, Kitisri 
Hasler, James M 
Petell, James K 
Strickland/ James A 
Folkerts, Otto 

TITLE OF INVENTION: ANTIBODY-MEDIATED DOWN - REGULATION OF PLANT PROTEINS 
FILE REFERENCE: 50447 

CURRENT APPLICATION NUMBER: US 09/358,3210 

CURRENT FILING DATE: 1999-07-21 

PRIOR APPLICATION NUMBER: US 60/093,587 

PRIOR FILING DATE: 1998-07*21 

NUMBER OF SEQ ID NOS : 60 

SOFTWARE: Patentln Ver. 2.0 



ERRORED SEQUENCES 

2027 <210> SEQ ID NO: 58 

2028 <211> LENGTH: 15 

2029 <212> TYPE: DNA 

2030 <213> ORGANISM: Artificial Sequence 

2032 <220> FEATURE: 

2033 <223> OTHER INFORMATION: Description of Artificial Sequence: putative N- terminus of 
the precursor 

2034 protein 
2036 <400> SEQUENCE: 58 

E--> 2037 atggctagcc tccgc 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/358 f 321C 



DATE: 07/27/2001 
TIME: 08:48:25 



Input Set : A:\PTO_VSK.txt 

Output Set: N:\CRF3\07272001\I358321C.raw 



L:37 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 
L:55 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 2 
L:577 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 14 
L:682 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:21 

L:2037 M:254 E: No. of Bases conflict, LENGTH : Input : 12 Counted:15 SEQ:58 
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